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No sample sized calculation was performed. This experiment was performed on bacteria cultivation in 24-well plate, 96-well plate or in 3-L
fermenters. As indicated in the text, all experiments were performed from a single colony. Sample size was 3 or more for all plates
fermentation, and 3 for fed-batch cultivation. For flow cytometry, we screened 6,000,000 cells/ sample; For solid-media escape assay,
approximately 1,000,000,000 cells/ sample were plated onto a OMeY-free, solid LB plate.

There is no data exclusion in our study.

At least two biologically independent replicates was performed for each experiment to ensure reliability. We have encountered no problems
with reproducibility.

The colonies used in all experiments were randomly picked from the plates.

Blinding was not relevant to this study, because the analysis was carried out entirely on bacteria.

For a fluorescence assay, cells were washed twice and resuspended in PBS (phosphate-buffered solution) to an OD600 of 0.2.

BD FACS AriaTM III apparatus cell analyzer (BD Biosciences).

FlowJo_V10 (FlowJo, LLC)

About 6,000,000 cells were sorted for each sample.




