Title: Supplementary Software

Description: The code performs integration analysis of IFE cells across all three time points (E14.5,
E16.5 and PO), including joint clustering using Seurat and pseudotemporal trajectory analysis using
scEpath, and generates results for Figure 3.

Title: Supplementary Data 1

Description: Gene lists related to each figure and cell quality control matrices for single cell RNA-seq
experiments.



