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The authors declare that the data supporting the findings of this study are available within the paper and its supplementary information files. Source data for figures
[2-7] and Supplementary figures [2-12] are provided with the paper in the accompanying Source Data file.

Gene annotations were gathered from version WS278 from www.wormbase.org.

Every independently generated transgenic animal (each from a different injected animal) was defined as a single sample. 5-10 independent
samples were analyzed per condition based on the variability in fluorescence expression observed in Frøkjær-Jensen et al. (2016).

No data were excluded from this study.

To ensure the reproducibility of experiments, several of the most important injections were repeated on (1) different days, and (2) by
remaking the injection mixture (see Supplementary Figure 2 for data reproducibility). Results were independently replicated two or three
times. All replication attempts were successful.

No randomization was necessary as there was no treatment and control groups.

Samples were not blinded to the experimenter because different promoters or fluorophores frequently made blinding impractical.

The standard N2 strain, and mutants derived thereof, were used in this study and are available from the CGC. All experiments were
performed on three to five day old hermaphrodites.

No wild animals were used in this study.

No field-collected samples were used in this study.




