


2

nature
research

|
reporting

sum
m
ary

April2020
Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

The protein sequences of Bik1, Bik2, Bik3, Bik6, Ppt1 and NpgA were obtained from the NCBI Protein database (accession numbers: Bik1, S0DZM7; Bik2, S0E2X6;
Bik3, S0E608; Bik6, S0DZN4; Ppt1, CCE73639; NpgA, AAF12814). Their DNA sequences used in this study were provided in supplementary data 1. The templates of
Bik2 and Bik3 used for homology modeling were obtained from RCBS-PDB database (PDB ID: 5KOW and 5w7p-A, respectively). The LCMS spectra data are available
in Supplementary Figure 4-8. Other data and materials used in this study are available upon request.

No statistical methods were used to predetermined sample size. A minimum of N = 3 biological replicates were tested to provide sufficient
reproducibility.

All data are included for analysis.

All assays including fluorescence microscopy, western blot, HPLC, fermentation and bikaverin titer determination were repeated 2-4 times
independently and showed similar results.

To measure the bikaverin yield, three single colonies transformed with the bikaverin synthesis pathway or empty vector were randomly picked
up as biological replicates. The sample allocation was not available because patient or human population data was not involved in this study.

Blinding is not relevant because no group allocation was involved in this study.

ProteinFind® Anti-His Mouse Monoclonal Antibody( HT501,TransGen Biotech, China);

ProteinFind® Anti-GAPDH Mouse Monoclonal Antibody(HC301,TransGen Biotech, China);

ProteinFind® Goat Anti-Mouse IgG (H+L), HRP Conjugate(HS201,TransGen Biotech, China)

All antibodies are commercially available and commonly used. These commercially available antibodies were all validated by the
producers.

ProteinFind® Anti-His Mouse Monoclonal Antibody:




