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Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)
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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

The sample sizes were not predetermined by any statistical methods. Since most of the analysis performed in this study involve image
processing of large datasets, the sample sizes were maximized under the limitation by the time and manpower resources required for image
analysis.

No data were excluded from the analysis.

All images were obtained from multiple animals (n ! 3). Experiments with different genotypes were repeated and confirmed in multiple
animals (n ! 3). The experiments were performed at least two times. The observed phenotypes were highly reproducible as indicated by the
significance of p-values obtained by statistical tests.

The samples were not randomized since the experiments were either categorized by quantitative values obtained by objective and systematic
image processing methods using plugins of the ImageJ software or by genotypes.

The investigators were not blinded during data collection or analysis. This is not required given that the data were collected from all cells or
cell junctions within the entire region of each image.

Drosophila S2 cells

The Drosophila S2 cell line used in this study was not authenticated.

The cell line was not tested for mycoplasma contamination.

N/A

Drosophila melanogaster was used in this study. Both males and females were used for analyses.

N/A




