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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Validation

All presented data are requested from the corresponding authors. The mass spectrometry proteomics data have been deposited at the ProteomeXchange
Consortium (http://proteomecentral. proteomexchange.org) via the PRIDE partner repository, with data set identifier PXD019043. Crystallographic data for the
DrrA-Rab8a complex have been deposited in the Protein Data Bank (https://www.ebi.ac.uk/pdbe/) under PDB accession code 6YX5. Hit selection and statistical
analysis of Rab1b_Q67A_R69K-DrrA16-352 was performed using custom R scripts (https://github.com/higsch/crosslinkR).

For the following figures, associated raw data are available in the source data file: Figs 1c, 1i, 1g, 1h, 3a, 3b, 3d, 4d, 4e, 4f, 4g, 4h, 5b, 5c, 5d.

For the following supplementary figures, associated raw data are available in the source data file: 1a, 1b, 3a, 3b, 4, 5a, 5b, 10, 11c, 13, 14, 15, 17a, 17b, 17c.

None of the statistical methods was used to predetermine sample size. To ensure data's reproducibility, three independent replicates were
performed for each experiment.

No data were excluded.

All attempt at replication are successful. Numbers of replications in different experiments can be found in the corresponding figure legends.

Not relevant to the experimental design.

Not relevant to the experimental design.

Mouse monoclonal antibody Anti-His6-Peroxidase (11 965 085 001; Roche Applied Science (Penzberg, Germany); 1:5000 dilution);
monoclonal antibody StrepMAB-Classic, HRP conjugate (2-1509-001; IBA GmbH (Göttingen, Germany); 1:5000 dilution); mouse
monoclonal antibody anti GFP (B-2) (sc-9996; Santa Cruz Biotechnology (Dallas, USA); 1:1000 dilution); Polyclonal Goat anti-Mouse
IgG (H+L) Secondary Antibody, HRP (32430; Invitrogen - Thermo Fisher Scientific (Waltham, USA); 1:500 dilution)

All antibodies were sourced commercially and respective controls were included in each experiment.

Mouse monoclonal antibody Anti-His6-Peroxidase (validated for WB, ELISA; tag specific; Roche; https://www.sigmaaldrich.com/
catalog/product/roche/11965085001 (last access 04.12.2020); validated according to the manufacturer by Western blot using




