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All data supporting the findings of this study are provided within the paper and its supplementary information. A source data file is provided with this paper. All
additional information will be made available upon reasonable request to the authors.

Sample sizes for all data sets were determined using power analysis based on pilot data or previously published data applicable to the

specific experiment. Cho et al., 2015 (https://doi.org/10.1038/ncomms7606), Vivar et al., 2015 (doi: 10.1038/ncomms2101), and Ge et al.
2006 (doi: 10.1038/nature04404.) were used to determine sample sizes for Figures 1-4, Supplementary Figures 1-7 and 11-12. Heigele et al.
2016 (doi:10.1038/nn.4218) was used to determine sample sizes for Figure 5-6 and Supplementary figures 8-10.

Data was excluded based on predetermined criteria described below:

For all experiments involving virus injections, mice were excluded from the study if no labeled cells were present.

For pilocarpine model of epilepsy, mice that did not reach status epilepticus within 1 hour of pilocarpine injection and sustained status

epilepticus for 3 hours were excluded from the study.

For calcium imaging, cells from mice that received pilocarpine were excluded if they showed no response to bicuculline suggesting the cells

were dead.

Each data set is a combination of 2-3 successful experimental replications. All data was included in the final analysis unless excluded as
described above. All attempts were successful.

Mice used in this study were wildtype C57bl6 and housed with 5 mice per cage. Each cage was assigned at random to an experimental group.

Data analysis was performed by a blinded researcher to the experimental groups. For all experiments, the individual that performed the

experiments was independent of the individual that analyzed the data.

Primary antibodies used: chicken anti-GFP (1:500; Aves Labs GFP-1010), rabbit-anti-Proxl (1:500, Millipore AB5475), rat anti-
somatostatin (SST clone YC7; 1:500, Millipore MAB 354), mouse anti-parvalbumin (PV; 1:500, Millipore MAB1572), rabbit anti-GluR2




