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Source Data 

 
Source Data 1. Immunoblot analysis of cell lysates prepared from PC9 cells using antibodies to 
TACSTD2. 
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Source Data 2. Vinculin used as a loading control for the TACSTD2 experiment. 
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Source Data 3. Immunoblot analysis of cell lysates prepared from PC9 cells using antibodies to 
SERPINE1. 
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Source Data 4. Vinculin used as a loading control for the TACSTD2 experiment. 


