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Two biological replicates per tissue were used per species, which was chosen to follow the experimental design of ENCODE Consortium and
FAANG Consortium

Data for only 1 replicate for DNase-seq from chicken hypothalamus was generated because the lab generating the data could not produce a
successful library from the other sample. ATAC-seq data from only 1 replicate was used from cattle cerebellum as the sample for the other
replicate could not be located.

Technical replicates were not performed.

This is not relevant to our study as we did not separate the individuals into experimental groups.

This is not relevant to our study as we did not separate the individuals into experimental groups.

All antibodies used were from Diagenode. For chicken and pig ChIP-seq, catalog #C01010059 lot A17723-0041D, catalog #C15410069
lot A1821D, catalog #C15410174 lot A1723-0041D, catalog #C15410037 lot A1862D, and catalog #15410210 lot A2359-00234P for
H3K4me3, H3K27me3, H3K27ac, H3K4me1, and CTCF, respectively. For cattle, the same lots were used for H3K27ac, H3K4me1, and
CTCF, while lot A1051D for H3K4me3 and lot A00821D for H3K27me3 were used with the same catalog numbers as for chicken and
pig.

Validation was performed by Diagenode as stated on their website: https://www.diagenode.com/en/categories/antibodies

Chickens were 20 week old male F1 crosses of Line 6 and Line 7, pigs were 6 month old castrated male Yorkshires, and cattle were 14
month old intact male Line 1 Herefords.

This study did not involve wild animals

This study did not involve samples collected from the field

Protocol for Animal Care and Use #18464, approved by the Institutional Animal Care and Use Committee (IACUC), University of
California, Davis




