Description of additional supplementary information
Title: Supplementary Data 1. 
Description: m6A peak calling in yw, Mettl3, Mettl14 and Hakai male adult flies and yw female adult flies Peaks were called by R package exomepeak and p-value calculated by the ctest function. 
Title: Supplementary Data 2. 
Description: Differential m6A peaks in Mettl3, Mettl14 and Hakai male adult flies versus yw Diffpeaks were analyzed by R package exomepeak and p-value calculated by the bltest function. 
Title: Supplementary Data 3. 
Description: Gene expression in yw, Mettl3, Mettl14 and Hakai male adult flies and yw female adult flies analyzed by RNA-seq 
Title: Supplementary Data 4. 
Description: Differential gene expression in Mettl3, Mettl14 and Hakai male adult flies versus yw Differential gene expression and statistical analysis were performed by R package edgeR. 
Title: Supplementary Data 5. 
Description: Differential m6A peaks and differential gene expression in Mettl3, Mettl14 and Hakai male adult flies versus yw 
Title: Supplementary Data 6. 
Description: Differential spliced events categorized by A3SS, A5SS, MXE, RI, and SE in Mettl3 male adult flies versus yw Data S6-8, differential splicing and statistical analysis were performed by rMATS software. 
Title: Supplementary Data 7. 
Description: Differential spliced events categorized by A3SS, A5SS, MXE, RI, and SE in Mettl14 male adult flies versus yw 
Title: Supplementary Data 8. 
Description: Differential spliced events categorized by A3SS, A5SS, MXE, RI, and SE in Hakai male adult flies versus yw 
Title: Supplementary Data 9. 
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