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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.
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Animals and other organisms
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Laboratory animals

No sample-size calculation was performed. For each data point presents in the paper, 200 - 600 Drosophila embryos were used. The number
of replicate is selected such that >1500 embryos were tested to reach a sufficient sample size for each treatment group. Similar sample sizes
are used in the literature for similar studies such as "Cole, K.W.S., P.D.; Mahowald, A.P. & Mazur, P. Procedure for the permeabilization and
cryobiological preservation of Drosophila embryos. (1993)."

No data was excluded from the analysis

The number of replication in each experiment was represented by the number of data points in the presented figures. More than 3 replicates
were performed in each experiment. All our attempts at replication were successful.

Our sample were allocated randomly

For each treatment group, the embryos were randomly selected and the post treatment survival was determined by counting the embryos,
larvae and adults. Therefore the bias is minimized and the investigators were not blinded to the different treatment groups of the Drosophila
embryos. The investigators were blinded to the genotype of the 25 distinct Drosophila strains.

Drosophila melanogaster of 25 distinct strains were used. The strain information was provided in the Methods under the section of
'Stock maintenance'. 1-15 days old male and female flies were used.

Designation and Genotype information (i.e., in parenthesis) are listed as below:

OR (Oregon-R)

WC (w[1118])

WC1 (w[1118] derivative; outcrossed to isogenize a single X chromosome from w[1118])

WC1b (w[1118] derivative; 2nd independent stock from outcross of w[1118] to isogenize for single X chromosome)

WC1.1 (w[1118] derivative; new stock from outcross of WC1, only X chromosome of WC1 is maintained)

WC2 (w[1118] derivative; outcrossed to isogenize a single 2nd chromosome)

WC3 (w[1118] derivative; outcrossed to isogenize a single 3rd chromosome)

WC3b (w[1118] derivative; 2nd independent stock from outcross of w[1118] to isogenize for single 3rd chromosome)

GFP (y[1] w[*]; PBac{y[+mDint2] w[+mC]=Dfd-EGFP.S}VK00037)� BDSC # 30877.

M2 (w[1118] derivative with a T to G SNP at the position of bp568 in coding sequences of CG1938)

M2-3b (w[1118] derivative; outcrossed to isogenize a single 3rd chromosome from M2)

S1 (w; Sp/CyO)

S2 (po ros/w FM6)

S3 (Dhc64C6-12, P{neoFRT}80B/TM3)

S4 (w[1118]; Sp/CyO; TM2/TM6)

S5 (elav-GAL4 ANF-GFP; TM3/TM6)

S6 (Sp-EM6/FM7-GFP)

S7 (DhcGFP11-3/TM3 Sb)

S8 (TM3 Sb/TM6B Tb)

S9 (w; Bl[1]/CyO; TM2/TM6 UAS-GAL80)

S10 (w; Bl[1]/CyO; TM2/TM6)

S11 (bAct!80/UAC-D-GFP)




