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Individual participant data that underlie the results reported in this publication are available from the clinical trial sponsor on the basis of a data sharing agreement
on reasonable request. The data are not publicly available due to them containing information that could compromise research par-ticipant privacy and consent.
The study protocol is available in the supplementary material. Corre-spondance should be submitted to Dr. Rolf Fendel (rolf.fendel@uni-tuebingen.de).

To detect infection rates of 25% or less in the vaccination and 85% in the placebo groups (allocated in a 2:1 ratio) with a power of 80% and a
two-tailed alpha of 5%, 14 PfSPZ-CVac immunized and 7 placebo-treated volunteers were required. Sample size was calculated in R using the
nBinomial function provided in the gsDesign package.

No data was excluded.

Sample size for biological replicated in vaccine efficiency was described above - 20 individuals were recruited into the study. Two individuals
withdrew consent during the trial. 13 volunteers received full vaccine regimen and 5 received placebo.

RT-qPCR was performed as a single replicate in technical triplicates to determine respective Ct values. All preocedures were performed
according to the MIQE guidelines (Bustin et al. 2009). Immunogenicity (ELISA assay) was determined in three technical replicates. Microarrays
were measured in single measurements, including positive and negative controls in each slide to control for assay reproducibility. Thick blood
smears were evaluated by two independent microscopists, and in case of discrepancy, a third microscopists read the slides and for positivity
or negativity of the thick blood smear.

Randomization was performed on the day of first immunization prior to injection by a third party outside the study team and sponsor. The
randomization list was generated using a random number generator (Mersenne-Twister implemented in R; www.r-project.org) and given to a
dedicated member of the formulation team who did not have a further role in the trial. The allocation ratio for PfSPZ Challenge to placebo was
2:1.

Investigators (clinical team, sponsor) and volunteers remained blinded during the study and the data analysis. First unblinding was done
following an interim database lock after Day 56 of CHMI to allow assessment of VE by an in-dependent statistician.




