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rescoring functionality are freely available through the web interface at https://www.proteomicsdb.org/prosit. Trained model files (https://figshare.com/articles/
dataset/Prosit_Non_tryptic_-_Model_-_Fragmentation/12936947) and training data (https://figshare.com/articles/dataset/ProteomeTools_non_tryptic_-
_Prosit_fragmentation_-_Data/12937092) are available on figshare. The mass spectrometric raw and search data of the synthetic ProteomeTools peptides have
been deposited with the ProteomeXchange Consortium via the PRIDE repository with the dataset identifier PXD021013 [https://www.ebi.ac.uk/pride/archive/
projects/PXD021013]. The search data including intermediate results underlying the presented analysis have been deposited under the dataset identifier
PXD021398 [https://www.ebi.ac.uk/pride/archive/projects/PXD021398].

Synthetic peptide training data for the deep neural network was split into three distinct sets with each peptide sequence only included in one
of the three: “Training” (70%, HCD n=9.9 million, CID n=2.9 million), “Test” (20%, HCD n=2.8 million, CID=0.8 million) and “Holdout” (10%, HCD
n=1.4 million, CID=0.4 million). Prior experiments have shown that these are sufficient to train accurate deep learning models.

For training, the data was restricted to maximum 3 PSMs per precursor (peptide sequence, modifications, charge combination) with an
Andromeda score >40 and decoy hits were excluded to 1) allow training data to fit into main memory of the computer and 2) filter for high
quality spectra.

In deep learning, replication is not common and thus was not performed here.

"Training", "Test" and "Holdout" peptide sets for deep learning were generated using random splits of the available training data, with the
constraint that a peptide sequence was only allowed to be present in either of the three groups.

To avoid over-fitting of the deep learning model we applied three regularization techniques: early stopping, dropout and the use of noisy data.

IFN- capture antibody (1-D1K, Mabtech), IFN--detection antibody (7-B6-1-biotin, Mabtech)

Antibodies used in this study were commercially available and validated by the manufacturer for ELISpot and ELISA. In addition, we
used Phorbol-12-myristat-13-acetat (PMA)/Ionomycin-stimulated cells as positive control for IFN- secretion and T cells without
stimulus as negative control to discriminate antigen-specific staining.

Links to the product webpages of the manufacturer are listed where more details and references are provided: https://
www.mabtech.com/products/anti-human-ifn-gamma-antibody-1-d1k-purified-3420-3, https://www.mabtech.com/products/anti-
human-ifn-gamma-antibody-7-b6-1-biotinylated-3420-6. Publications using the above mentioned antibodies can be found as follows:
https://www.mabtech.com/knowledge-center/references/citations-database?analyte=ifn-%CE%
B3&reactivity=human&application=elispot.




