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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Policy information about clinical studies
All manuscripts should comply with the ICMJEguidelines for publication of clinical research and a completedCONSORT checklist must be included with all submissions.

Clinical trial registration

Study protocol

Data collection

Tumor genomic data from first 617 cancer patients tested with MSK-ACCESS was used. We did not perform sample size determination as all
patients sequenced were included in the study

No samples were excluded

Replication was only performed during the validation of MSK-ACCESS assay. Each patient sample is tested once so no replication was
performed for clinical analyses.

This is not relevant to our study.

The analysis were performed unblinded since we compared results from MSK-IMPACT to MSK-ACCESS

From June 2019 to January 2020, patients with solid tumors seen at Memorial Sloan Kettering Cancer Center (MSKCC) were
offered matched tumor-normal DNA sequencing using MSK-ACCESS. No population characteristics covariates are relevant to
this study

617 patients were prospectively sequenced in our clinical laboratory following a clinical order made by the treating physician.

This study was approved by the MSKCC Institutional Review Board/Privacy Board.

NCT01775072

https://clinicaltrials.gov/ct2/show/NCT01775072

Tissue and plasma samples were collected from patients who were recruited into the study and MSK-IMPACT and MSK-ACCESS were
performed where applicable.




