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Sample sizes were not based on a priori power calculations but are consistent with other studies in the field using similar techniques, including
our own (He, C. X. et al., J. Neurosci. 37, 6475–6487 (2017); Mostany, R. et al., J. Neurosci. 30, 14116–14126 (2010); Goel, A. et al., Nat.
Neurosci. 21, 1404–1411 (2018); Johnston, D. G. et al., Cereb. Cortex 23, 751–762 (2013)).

Animals in which PT strokes were mistargeted were excluded from analysis. We did not use pre-established criteria, but excluded mice
qualitatively as judged based on post-stroke day 5 imaging of cerebral vasculature compared to pre-stroke ISI maps. In some animals, the
cranial window did not remain optically transparent for every single imaging time point. As a result, data for some time points could not be
collected. For the analysis of the percentage of neurons with stimulus-locked response to C1 and D3 whisker stimulation, comparing sham
versus stroke groups, the following data points were missing: one mouse in the stroke group at 13 d post-stroke and 3 mice in the stroke
group at one month post-stroke. For the analysis of sensory-evoked responses in control versus forced use whisker plucked groups, one
mouse in the plucked group had no neurons with stimulus-locked responses to C1 whisker stimulation at +13 d post-stroke, and 2 mice in the
plucked group were not imaged at 2 months post-stroke. Data from the remaining time points for these mice were included in the analysis
and the missing time points were considered "missing at random".

Our study consists of two cohorts of animals subjected to C1 barrel PT strokes. In the first we compared animals receiving sham stroke to PT
stroke. In the second, we compared animals with stroke and no intervention with animals with stroke plus forced use therapy. Our main
finding that C1 whisker responsive cells are not increased in peri-infarct regions after stroke, was reproduced between these two distinct
cohorts.

Animals were randomized to groups at the time of the stroke intervention. Randomization was performed by the experimenter to balance
group size and gender as closely between groups as possible.

It was not possible to blind experimenters during image acquisition because both the presence of strokes as well as the presence or absence
of whiskers were readily visible. For data analysis, imaging files were randomized and blinded and processed in batches for region-of-interest
selection and quantification of whisker responsivity and neuronal activity measures.

Both male and female mice were used, beginning at 6-10 weeks old at the time of cranial window surgery. All animals were housed in
a vivarium with a 12 h light/dark cycle. For in vivo imaging, we used transgenic Thy1-GCaMP6s mice (GP4.3, JAX line 024275)64. For
activity-dependent labeling, we used the TRAP (Targeted Recombination in Active Populations) approach41, crossing cFos-CreERT2
mice (JAX line 021882) with the Ai9 Cre-dependent tdTomato reporter line (JAX line 007909). All transgenic lines were maintained on
a C57BL/J6 background.

The study did not involve wild animals.




