Description of Additional Supplementary Files

Title: Supplementary Data 1
Description: Metagenomic read mapping against nifH and recA sequence catalogs

Title: Supplementary Data 2
Description: Polyploidy estimations in Trichodesmium and Richelia/Calothrix.

Title: Supplementary Data 3
Description: catalog of nifH sequences and homologous

Title: Supplementary Data 4
Description: Compilation of recA sequences as well as homologous used as outgroups.

Title: Supplementary data 5
Description: Initial (manually-curated) training set for diatom-diazotroph associations and free filaments of Trichodesmium.

Title: Supplementary Data 6
[bookmark: _GoBack]Description: Contextual data for the Tara Oceans samples used in the current work.
