Description of Additional Supplementary Files

Supplementary Data 1. List of OCT4 interactome proteins in naïve and primed hESCs.

Supplementary Data 2. Summary of QC metrics of ChIP-seq and CUT&Tag data.

Supplementary Data 3. Genome-wide locations of all BAF peaks (N=69,007) and their annotations. 

Supplementary Data 4. Summary of RNA-seq gene expression data from BRG1/BRM knockdown experiment. P-value is from the unpaired two-sided T-test. 

Supplementary Data 5. Summary of RNA-seq gene expression data from BRG1/BRM knockout and re-priming experiment. P-value is from the unpaired two-sided T-test. 

Supplementary Data 6. Summary of primers, sequencing data from public resources, and sequencing data generated in this study.
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