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Description: MaxQuant outputs (modification specific peptides and K-GlyGly sites) for different protein inputs from Jurkat cells.
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Description: MaxQuant outputs (modification specific peptides and K-GlyGly sites) for the sodium deoxycholate (SDC) lysis benchmark experiment. 
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Description: MS and LC parameters for the different LC-MS methods used.
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Description: List of K-GG peptides and proteins quantified upon knock-down of USP7 and treatment with FT671.
File Name: Supplementary Data 10
Description: K-GG remnant peptides quantified in a high-resolution FT671 time course experiment.
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