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Supplementary Data 1. Mapping of free text annotation to the most similar Cell Ontology term
using natural language processing approach. The text-based cosine similarity between the free
text annotation and the most similar Cell Ontology term and the rank of the correct Cell
Ontology term are included.

Supplementary Data 2. Performance of OnClass and comparison approaches on cross dataset
prediction.

Supplementary Data 3. Provisional Cell Ontology by including OnClass-computed marker
genes to the Cell Ontology. Marker genes are in the “OnClass-computed marker genes” field

and sorted in descending order of confidences.

Supplementary Data 4. Marker genes curated by the experts of Tabula Muris Consortium.



