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Antibodies
Antibodies used

Validation

12.

In the present study, the selected 12 proteins cover a broad range of substrates that differ in their size (1 - 66 kDa), isoelectric point (4 - 8),
and number of disulfide bonds (0 - 17). Moreover, these proteins vary in their secondary structure and exist as either monomers or
multimers.

No data were excluded

The experiments were tested at least in triplicates and all attempts at replication were successful.

Not applicable, We selected the proteins to represent a broad substrate category. Moreover, some of the samples like p53 and small toxins
were suggested by our collaborators

We were blinded to group allocation during data collection and/or analysis. Different monomeric or polymeric proteins with different sizes
were selected. The We had no prior knowledge of which protein(s) would show promising results.

mouse monoclonal anti-p53 antibody clone PAb421 (SIGMA, MABE283), mouse monoclonal anti-p53 (wild type) antibody clone
PAb1620 (SIGMA, MABE339), mouse monoclonal antip53 antibody Pab240 (Abcam, ab26), mouse monoclonal anti-HA
(hemagglutinin) antibody (SIGMA, SAB3500873).

mouse monoclonal anti-HA antibody:

Application by supplier: Immunoblotting, immunocytochemistry, immunoprecipitation

Application by other sources:

• Kryszke M-H, Adjeriou B, Liang F, Chen H, Dautry F. Post-transcriptional gene silencing activity of human GIGYF2. Biochemical and
biophysical research communications. 2016;475(3):289-94.

• Zhang Y, Feng Y, Xin Y, Liu X. SGIP1 dimerizes via intermolecular disulfide bond in !HD domain during cellular endocytosis.
Biochemical and biophysical research communications. 2018;505(1):99-105.

Species reactivity statement by supplier: Recognizes the human influenza virus hemagglutinin (HA), known as the HA tag

mouse monoclonal anti p53 antibody, Pab240

Application by supplier: Immunoblotting (Western Blotting), Immunofluorescence, Immunoprecipitation, Paraffin Sections, Flow
Cytometry, Frozen Sections, Gel Shift

Conformational flexibility of mutant p53 was indicated by the conformation-dependent epitope recognized by PAB240 clone (Genetic
and immunochemical analysis of mutant p53 in human breast cancer cell lines AND Milner, J. Flexibility: the key to p53 function?
Trends Biochem. Sci. 20, 49-51 (1995) AND Gannon J, Greaves R, Iggo R, Lane D. Activating mutations in p53 produce a common




