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Synapse:syn21041850>. Skin single cell data was downloaded from GSE147424 <https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE147424>.

We determined sample size based on expected effect size and variability within the sample.

Samples were not excluded in the study with the exception of qPCR quantitation of telomere length, where, prospectively, samples with
standard deviation of triplicates higher than 0.25 were excluded (2 of 86 samples were excluded based on these quality-control criteria).

All experiments with the exception of RNA-seq were performed with at least 3 technical replicates. While we were not able to perform
technical replicates for RNA-Seq, instead we validated our results in a separate cohort (GTEx).

Randomization was not applicable because our study applied bulk RNA-seq to all samples.

Investigators were blinded to sample identity during data collection and analysis.

Purified anti-H2AX-Phosphorylated (Ser139) Antibody, Biolegend, 613402, Clone 2F3, B158027. Anti-proSPC Antibody, EMD Millipore,
AB3786. Alexa Fluor 594-conjugated Secondary Antibody, Life Technologies, A21207.

Biolegend 613402: validated antibody known to react with human species. Manufacturer's website lists published examples of IHC on
human tissue.

EMD Millipore AB3786: validated antibody known to react with human species. Manufacturer's website lists published examples of IF
on human tissue. We have also validated both antibodies by Western Blot in previous studies.

Gift of Elizabeth Blackburn. Three cell lines were used: T47D, DU4475, HCC1806. (PMID: 23610451)

The cell lines were used as controls for telomere length analysis, and their telomere lengths have been independently
validated by Flow-FISH.

Cell lines were not tested for Mycoplasma contamination.




