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from Enache et al. 2020 (Supplementary Tables).

Pooled CRISPR screens had 2 replicates per experimental condition and time point. All arrayed CRISPR screens had 3 replicates per condition
and timepoint. No sample-size calculations were performed. The number of replicates used for genetic screens is standard in the field.

All the data points in the publicly available data are used. For in-house screens, the exclusion criteria was pre-established for in-house and
sgRNAs with greater than 20 reads are removed.

Pooled CRISPR screens had 2 replicates per experimental condition and time point. All arrayed CRISPR screens had 3 replicates per condition
and time point. All attempts at replication were successful and experimental conditions were standardized with appropriate controls.

To avoid cell line specific bias induced during randomization, we performed our genetic screens in isogenic cell lines and same experiemental
conditions.

This study is observational and not prospective, and thus didn't require blinding.

Antibody used: APC anti-H2A.X-Phosphorylated (Ser139). Biolegend, San Diego, CA. Cat. # 613415. Lot # B309746. Clone # 2F3.

Validation: the antibody used was validated for its associated application by Biolegend and validated by literature citations available
on the company website: https://www.biolegend.com/en-us/products/apc-anti-h2a-x-phosphorylated-ser139-antibody-13437

hTERT RPE-1 cells were obtained from ATCC. MOLM13 cell lines are obtained from DSMZ.

Short Tandem repeat profiling was perfomred to authenticate the identity of cell lines.

Cell lines were not tested for mycoplasma contamination.

No commonly misidentified cell lines were used.




