Description of Additional Supplementary Files

[bookmark: _GoBack]Title: Supplementary Data 1. 
Description: Recurrently differentially expressed genes in six CDX progression models, Related to Figure 2 and Supplementary Figure 2.
Recurrent significantly (padj < 0.05) upregulated (log2FC > 1) and downregulated (log2FC < -1) genes in six progression models vs. corresponding pre-treatment models. p values from negative binomial distribution, calculated by DESeq2.”
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