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No statistical method was used to determine the sample size, and N=7 was used because we could see the significant effects.

We excluded the sample data from Fig. 4, 5, and 6 and Supplementary Fig. 26, 27, 28, 31, and 32 when dMCAO and photothrombotic models
did not produce injured core.

For animal experiments, we put all of the scores in one graph. All attempts at replication were successful.

We did not perform randomization because all experimental animals were purchased from a third company and were already randomized.

We kept the movie files of all FFT and performed a blinding test for FFT counting. We also performed a blinding test for cell counting. For
other experiments, we did not perform a blinding test because the data were obtained without bias.

chicken anti-GFP antibody (ab19370, Abcam): ELISA 1:5000

rabbit anti-GFP antibody (ab290, Abcam): ELISA 1:5000

anti-mouse VEGF antibody (AF-493-NA, R&D): ELISA 1:1000

biotinylated anti-mouse VEGF (BAF493, R&D): ELISA 1:1000

rabbit anti-laminin (ab11575, Abcam): IHC 1:200

rabbit anti-Iba1 (019-19741, Wako): IHC 1:2000

mouse anti-NeuN (MAB377, Millopore): IHC 1:900

The company websites show the validation of the primary antibodies.

HUVEC (obtained rom TaKaRa company)

We confirmed a HUVEC character by the response of VEGF.

We did not check mycoplasma contamination.

No commonly misidentified cell lines were used in the study




