Description of Additional Supplementary Files

Title: Supplementary Data 1 
Description: m6Am MACS2 Peaks <50 nucleotides of a known TSS in Mettl3 KO mESCs. Excel spreadsheet. 

Title: Supplementary Data 2 
Description: Identified m6Am peaks in HFD and regular chow diet control mice. Excel spreadsheet.

Title: Supplementary Data 3 
Description: Identified non-5’ UTR m6A MACS2 Peaks in HFD and regular chow diet control mice. Excel spreadsheet.

Title: Supplementary Data 4 
Description: Gene ontology enrichment terms identified for m6Am genes in lean and HFD mice in this study (Fig. 2e) and their co-occurrence in Pcif1 KO studies. 

Title: Supplementary Data 5 
Description: Identified MACS2 Peaks in HepG2 cells upon FTO overexpression, FTO knockdown, and control cells. Excel spreadsheet.

Title: Supplementary Data 6: 
Description: Identified m6Am peaks in ob/ob and their WT littermates control mice. Excel spreadsheet.

Title: Supplementary Data 7: 
[bookmark: _GoBack]Description: Identified m6A non- 5’ UTR MACS2 Peaks in ob/ob and their WT littermates control mice.
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