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In this study, we aimed to sequence as many single cells from human ventral midbrain organoid at different developmental stages. We
achieved 123,294 single cells that allowed robust and reliable data analysis. No statistical methods were used to predetermine sample size.

No sample was excluded for this study. Single cells were filtered using standard criteria as detailed in the manuscript (ie. on number of
detected genes, % mitochondrial fraction).

All experiment including scRNA seq, RT-PCR, IFs as well as functional assessment have been validated at least in 3 separate experiments.
Particullarly, VM organoid differentiation using conventional and silk methodology (Fig.1,5) have been tested using 3 different PSC lines.

16 independent VM organoids from 4 biologically replicates were analyzed for FACS analysis in Fig 6i.

Randomization of samples were not applicable in this paper.

The investigators who performed immunostainings quantification, RNA-seq analysis and electrophysiology were blinded to the
methodologies used for brain organoid generation.
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