File Name: Supplementary Data 1
Description: Table showing the top ten marker genes for each cell type cluster with average fold-change and adjusted p value. The fold change was calculated by comparing the expression profiles of the target cell type cluster with other cell types.

File Name: Supplementary Data 2
Description: Table showing top ten marker genes for each cell type from the foot samples with average fold-change and adjusted p value. The fold change was calculated by comparing the expression profiles of target cell type with rest of the cell types.

File Name: Supplementary Data 3
Description: Table showing top ten marker genes overexpressed in the fibroblast sub-clusters, for each sub-cluster with average fold-change (FC) and adjusted p value. The fold change was calculated by comparing the expression profiles of target cluster with rest of the cluster.

[bookmark: _GoBack]File Name: Supplementary Data 4  
Description: Detailed clinical information of all human subjects




