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The detailed annotations per annotator for this challenge can be downloaded from "https://storage.googleapis.com/kaggle-forum-message-
attachments/844871/15572/RSNA_pneumonia_all_probs.csv", and the original labels from the NIH ChestXray dataset can be found under "https://
s3.amazonaws.com/east1.public.rsna.org/AI/2018/pneumonia-challenge-dataset-mappings_2018.json"

The labels used in our experiments are processed in the linked code repository "https://github.com/microsoft/InnerEye-DeepLearning/tree/main/InnerEye-
DataQuality"

The URLs were accessed on Feb 2nd, 2022

The total of 26,684 frontal chest X-Ray scans from each individual patient (RSNA dataset) were eligible for inclusion in the work. The total

sample size for training and validation sets was informed by the existing literature (Wang et al. CVPR'17, Majkowska et al. Radiology'20). In

more detail, the dataset used in this study corresponds to the intersection of NIH-CXR8 and RSNA-CXR datasets, where multiple-labels are

available for each data point. Having an access to multiple expert annotations is a requirement to carry out realistic annotation experiments as

in the presented study.

No clinical data were excluded from the analyses.

The experiments on both datasets were repeated for different (I) label noise rates, (II) initial label noise assignments. For each experiment we
repeated the relabelling simulations with 5 independent CPU seeds. The results obtained where consistent across repetitions, for all seeds.
Additionally, CIFAR10H experiments were repeated on different subsets of the CIFAR10 dataset to ensure that similar conclusions can be
drawn from the simulations. To ensure reproducibility, we provide all necessary experiments configuration files in our code repository.

Samples meeting the inclusion criteria were randomly allocated to training or validation sets. A separate group of patients were randomly

selected before creation of the training and validation datasets as an independent test set which was kept separate during model

development.

Radiologists in the collection of data labels (clinical diagnosis) were blinded to the initial ground truth labels released by NIH (Wang et al.

CVPR'17), and they were not involved in dataset collection. Please check the following web-link for further details:

https://www.kaggle.com/c/rsna-pneumonia-detection-challenge/discussion/64723




