Description of Additional Supplementary Files

File name: Supplementary Data 1
Description: Variants identified (MAF <0.005) in whole-exome sequencing screen of diagnostic AML
samples.

File name: Supplementary Data 2
Description: Cohort characteristics associated with mitochondrial respiratory chain variants (whole
exome sequencing cohort).

File name: Supplementary Data 3
Description: Variants identified (MAF <0.005) in the ion-torrent sequencing screen of diagnostic AML
samples.

File name: Supplementary Data 4
Description: Cohort characteristics table for complex-I mutated AML (whole-exome sequencing and
ion-torrent cohorts).

File name: Supplementary Data 5
Description: Primary AML samples used in functional assays.

File name: Supplementary Data 6
Description: Primer sequences used in lon Torrent sequencing.

File name: Supplementary Movie 1
Description: Structural modelling of NDUFS8 p.Arg2 within complex-I of the mitochondrial respiratory
chain. Related to Supplementary Figure 2e-f



