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Antibodies
Antibodies used

The nucleotide sequence of yeast SNF11 and SNF2 were obtained from Saccharomyces cerevisiae genome databases with SGD ID of S00002480 and S00005816,
respectively. The atomic coordinates and structure factors data for the crystal structure of the BRG1/SS18 and SNF11/SNF2 complex have been deposited in the
Protein Data Bank database under accession code 7VRB [http://doi.org/10.2210/pdb7VRB/pdb] and 7VRC [http://doi.org/10.2210/pdb7VRC/pdb], respectively. The
source data underlying Figs. 1f, 2d, 3a, 3d, 3e, 3h, 4a-c, 5c, 5d, 5g, 6a, 6c, 6f, and 6h and Supplementary Figs. 1a, 1b, 1d, 1e, 1i, 4a, 4b, 5a, 5b, 5f, 6c are provided as
a Source Data file. Source data are provided with this paper. The authors declare that all data supporting the finding of this study are available within this article and
its supplementary information files.

None

None

Each experiment of analytical gel filtration and SDS-PAGE, Co-IP assays and western blot assays were performed twice independently with
similar results. For the data of phase separation, droplet formation assays in vitro and confocal images of living cells were acquired from three
independent experiment, and more than 6 images were taken for each sample. They showed similar results. Sedimentation experiments were
repeated three times independently with similar results. EdU assays were performed with 5 independent experiments, Cell migration and
invasion assays were performed with 3 independent experiments. All attempts at replication were successful.

None

The investigations were blinded to group allocation during data collection and analysis.

Anti-Myc, Sigma-Aldrich, M4439-100UL, clone 9E10; Anti-GFP, Sigma-Aldrich, G1544-100UG; Goat anti-mouse IgG-HRP, Santa cruz,
sc-2005; Goat anti-rabbit IgG-HRP, Santa cruz, sc-2004; HRP-conjugated GAPDH, Proteintech, HRP-60004, clone 1E6D9.




