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Antibodies
Antibodies used

and test data for the OT-LSM experiment for artifact correction have been deposited in the Zenodo database under DOI:10.5281/zenodo.6352948. Training data for
the OT-LSM experiment for artifact correction is available from the corresponding author upon reasonable request, due to size limitations. Source data are provided
with this paper.

Sample sizes are mentioned in the Results, Supplementary Fig. 6, 9 and 10. As the framework is reference-free and designed to be applicable
to a image volume whose physical size is not particularly limited, no sample size calculation was performed explicitly; we consider the size of
data to be sufficient since (1) the training process of the GAN-based architecture converges, (2) validation of the training performance
suggests that the dataset was large enough.

No data was excluded from the analyses.

Unless otherwise specified, all neural networks were trained once per set of hyper-parameters and input data. In terms of inference, all
experiments were independently repeated at least three times per image volume, achieving similar results. Given that the hyper-parameters
during the training and the inference setting, which include the step sizes, the over-lap sizes, and the border crop sizes during patch-by-patch
inference of a trained model, were all kept consistent, all attempts at replication were successful. Reproducibility for biological replicates was
tested and mentioned in Supplementary Figure 6, 9 and 10 (i.e. tested on biologically distinct samples).

Group allocation into the validation set and the testing set for trained neural networks was randomized (i.e. separately randomized locations
in the 3D image space).

The data acquisition was done by N.M., B.K., and S.P. independently. Group allocation into the validation set and the testing set was done
blindly to all the investigators. The data analysis was automatically performed and scored by computer algorithms; so blinding in data analysis
was not necessary.

Anti-GFAP (Abcam, ab53554) Lot#GR3221771-3, DyLight 594 labeled Lycopersicon Esculentum(Tomato) Lectin (Vector Labs,
DL-1177) Lot#ZF-8026, Alexa Flour 488 Donkey anti-Goat IgG (H+L) (Invitroge, A10055) Lot#2211210




