


2

n
atu

re
p

o
rtfo

lio
|

rep
o

rtin
g

su
m

m
ary

M
a

rch
2021

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

No statistical test was performed to predetermine sample size. All experiments were performed using a minimum of 10 testes, and
experiments were repeated 2 times for Fig. 3c and Fig. S5c, or 3 times for other figures. In our experience, this gives accurate representation
and variability between replicates was not dramatically changed in any group tested.

No data were excluded.

All data were successfully reproduced with replicates for each experiment.

Experimental groups were chosen based on genotypes, and treatments (temperature shift). All animals selected for processing, imaging, and
analysis were chosen at random with no bias.

Researchers were not blinded to data collection or analysis as blinding is not standard in the field. Different genotypes were used alongside
multiple controls, and treatment such as temperature shifting is easily detectable.

The primary antibodies used were: guinea pig anti-Stat92E (Inaba M, Buszczak M, Yamashita YM. Nature. 2015;523(7560):329-332.
doi:10.1038/nature14602, 1:2000), rat anti-Vasa (DSHB, anti-vasa/AB_760351, developed by A. Spradling and D. Williams, 1:20), and
rabbit anti-Vasa (d-260, Santa Cruz Biotechnology, Santa Cruz, CA, 1:200), and guinea pig anti-traffic jam (Li MA, Alls JD, Avancini RM,
Koo K, Godt D. Nat Cell Biol. 2003;5(11):994-1000. doi:10.1038/ncb1058, 1:4000).

The secondary antibodies used were Goat Anti-Rabbit IgG H&L (Alexa Fluor 488, Abcam, ab175652), Goat Anti-Rabbit IgG H&L (Alexa
Fluor 647, Abcam, ab150079), Goat Rat IgG H&L (Alexa Fluor 488, Abcam, ab150157), Goat Rat IgG H&L (Alexa Fluor 647, Abcam,
ab150159), and Goat Anti-Guinea Pig IgG H&L (Alexa Fluor 647, Abcam, ab150187). All secondary antibodies were used at a dilution
of 1:400)

guinea pig anti-Stat92E: please see Inaba M, Buszczak M, Yamashita YM. Nature. 2015;523(7560):329-332. doi:10.1038/nature14602

rat anti-Vasa: please see Song Y, Lu B. Genes Dev. 2011;25(24):2644-2658. doi:10.1101/gad.171959.111 and also https://
dshb.biology.uiowa.edu/anti-vasa

rabbit anti-Vasa: please see Yang L, Duan R, Chen D, Wang J, Chen D, Jin P. Hum Mol Genet. 2007;16(15):1814-1820. doi:10.1093/
hmg/ddm129 and also https://www.scbt.com/p/vasa-antibody-d-260

guinea pig anti-traffic jam: please see Li MA, Alls JD, Avancini RM, Koo K, Godt D. Nat Cell Biol. 2003;5(11):994-1000. doi:10.1038/
ncb1058




