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Patient demographics data are available in Supplementary Data 1 and 2. The genomic data analyzed here, including the de-identified clinical data, DNA variant data,
RNA expression data and single-cell multiomic profiling data, is available and may be obtained in accordance with Tempus’s IP data sharing policy as part of an
external data access request: https://vivli.org/ourmember/tempus/; Accession ID: T21.02. The TCGA data used in this study are available on the NIH Genomic Data
Commons (https://gdc.cancer.gov) and the cBioPortal (https://www.cbioportal.org). The remaining data are available within the Article, Source Data, and
Supplementary Information and Data files.

Sample size was not determined before the study. This was a retrospective study, and all qualified patients prior to September 2020 were
selected from the de-identified Tempus Database.

For inclusion in this study, patients were required to 1) have a diagnosis of metastatic NSCLC with a non-squamous histology, 2) have received
an ICB regimen, 3) have a documented progression event after treatment initiation or have at least 90 days of follow up from treatment
initiation, 4) completed next-generation DNA and RNA sequencing on a ICB-naïve biopsy, and 5) have no actionable EGFR or ALK alterations.
The primary clinical endpoint was real-world time to progression (TTP), defined as the time from the initiation of the ICB regimen to the first
progression event, censored on the last known clinical encounter. Patients who ended treatment due to an adverse event, non-compliance, or
another non-progression related reason were censored at the time of treatment stop.

This was a retrospective study, and all qualified patients prior to September 2020 were selected from the de-identified Tempus Database.
Thus, replication is not applicable as these are individual retrospective patient samples.

This was a retrospective study, and all qualified patients prior to September 2020 were selected from the de-identified Tempus Database.
Thus, randomization of patients was not applicable.

This was a retrospective study, and all qualified patients prior to September 2020 were selected from the de-identified Tempus Database.
Thus, blinding of patients was not applicable.




