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In total 40 different plasma IgG1 clonal repertoires using LC-MS were recorded. Of which 8 were full plasma repertoires (one per donor, in
total eight donors), and 8*4 repertoires were obtained from the S-protein variant (in total 4 different variants) directed sub-pools of the IgG's
of the different donors. No further sample size calculations was performed, the sample size was determined based on availability.

No data was excluded.

Method reproducibility was assessed in previous work ( https://doi.org/10.1016/j.cels.2021.08.008 ). We spiked in two different mAbs
(Alemtuzumab and Trastuzumab) in all our measured samples and we ensured that we saw those back in all samples at similar retention
times , masses and intensities. This was the case so with this we could confirm that the attempts at replication were successful.

No randomization was applicable since there was no organization in experimental groups.

No blinding was applicable since there was no organization in experimental groups

Trastuzumab, Roche, Penzberg, Germany, N/A. Alemtuzumab, Genmab, Utrecht, The Netherlands, N/A. Goat-anti-human IgG-PE,
Southern Biotech, Cat#:2040-09,RRID:AB_2795648

All samples included both monoclonal Antibodies. Mass and retention time were detected as expected.

HEK293F (Invitrogen, cat no. R79009), HEK293T (ATCC, CRL-11268)

The cell lines used were not authenticated.

All cell lines tested negative for mycoplasma.

No commonly misidentified cell lines were used in this study.




