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Sample size

The overall framework of the available data includes: model parameters of various T5 language models, a version of a public web-crawl (C4) and code to generate
fine-tuning examples for the language models, the dictionary used for abbreviations, the synthetic snippets for evaluation, and the publicly available de-identified
notes also used for evaluation. The T5 small, T5 large, and T5 11B pre-trained model checkpoints used in this study are publicly available at github.com/google-
research/text-to-text-transfer-transformer, and the code to download the C4 corpus used for pre-training these checkpoints is also available in TensorFlow Datasets
(https://www.tensorflow.org/datasets/catalog/c4). The 80B model checkpoint, which represents a significant increase in both size and pre-training, is not currently
available. The code to download a modified version of C4 which we used for public dataset fine-tuning is also available in Tensorflow Datasets (https://
www.tensorflow.org/datasets/catalog/c4_wsrs), but before this dataset can be generated, C4 must be downloaded first so that it can be used as the input dataset.
The larger-scale internal web crawl has undergone similar filtering as described by Du et al.48 and is not currently available for download (but the underlying data is
accessible through any internet browser). The manually curated abbreviation-expansion dictionary used for this project is available for download at gs://gresearch/
deciphering_clinical_abbreviations. Of the four test datasets used for evaluation in this paper, three are publically available from the following sources: MIMIC III
(https://physionet.org/content/mimiciii/1.4/). CASI (https://

conservancy.umn.edu/handle/11299/137703). i2b2 (https://www.i2b2.org/NLP/DataSets/

Main.php). The fourth dataset, which is composed of synthetic snippets covering a range of abbreviations written by clinicians for this project, is also available for
download at gs://gresearch/deciphering_clinical_abbreviations. We also make two additional resources available at gs://gresearch/
deciphering_clinical_abbreviations: the list of 180 words we manually identified as both abbreviations and English words, and a table of all expansions manually
labeled as being clinically equivalent for a given abbreviation (e.g. For the abbreviation “abd,” the expansions “abdomen exam” and “abdominal exam” are
considered clinically equivalent). These equivalencies are used to identify model outputs which are not exact matches with, but are clinically equivalent to, the
labeled expansions.
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Sample sizes for the test sets can be measured in a variety of ways - unique abbreviation-expansion counts, abbreviation-expansion counts in
snippets, and snippet counts. The unique abbreviation-expansion count was selected to include all abbreviations encountered in clinical text
(as opposed to general biomedical text in scientific papers) that were mentioned in the literature.

For the synthetic dataset size, we obtained as many examples as we could given the time-availability of the medical specialists who wrote
them with the constraint that each snippet had to have at least one unique abbreviation-expansion pair that was provided from the dictionary
and sampled such that half were ambiguous.

For the CASI dataset, we used all available examples of abbreviations that were contained in the dictionary (in addition to a few other minor
exclusions that are documented in the methods).

For MIMIC-III and i2b2, we used all available data to sample all abbreviation-expansion pairs in our dictionary but we used a procedure to
generate balanced and diverse test sets and prevent both common abbreviations and common expansions from dominating the set. The exact




