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The manuscript includes a Data availability section in the Methods.

RNA-seq and proteomic raw files are available at: DOI: https://zenodo.org/badge/latestdoi/395034170.

Metabolomic raw files are available at: https://www.metabolomicsworkbench.org/data/DRCCMetadata.php?Mode=Project&ProjectID=PR001418

Additional metabolomic experiments will be available on MetaboLights (curation on going).

All source data used to generate graphs in the manuscript are available in the Source Data File. Western Blot uncropped images are available in the Source Data File.

No statistical method was used to predetermine sample size. The sample sized used in the study is similar to most existing works in the same
field.

No data were excluded from the analysis

The reproducibility of the experimental findings was supported by performing independent experiments (usually n=3) or by having several
independent culture replicates (replicate wells/dishes) as reported in the figure legends. Furthermore, additional experiments were
conducted in other relevant cell lines to validate the main findings of the study. Western blot experiments were repeated more than once or
validated with other techniques (qPCR or multi-omic analysis).

the metabolomic samples were run in a randomized order

Metabolomic samples were run blindly. For other experiments, the experimental groups were not blinded.

Calnexin antibody was purchased from Abcam (ab22595, used at 1:1000 dilution), ASS1 from Abcam ( ab124465 used at 1:500
dilution ). Secondary antibodies (conjugated with 680 or 800nm fluorophores, IRDye® 800CW Goat anti-Mouse IgG cat. 926-32210;
IRDye® 800CW Goat anti-Rabbit IgG cat. 926-32211; IRDye® 680LT Goat anti-Mouse IgG cat. 926-68020; IRDye® 680LT Goat anti-
Rabbit IgG cat. 926-68021, all diluted 1:2000) were purchased from LI-COR. Human Vimentin was purchased from Cell signaling




