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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Human research participants
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Reporting on sex and gender

Population characteristics
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The sequencing data generated in this study have been deposited in the Gene Expression Omnibus (GEO) database under accession code GSE90003 (https://
www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE90003). The histone modification and CTCF ChIP-Seq data were downloaded from ENCODE. The ENCODE IDs are:

ENCFF000BAJ (https://www.encodeproject.org/experiments/ENCSR000AOA/), ENCFF000BCO (https://www.encodeproject.org/experiments/ENCSR000AOF/),
ENCFF000BBG (https://www.encodeproject.org/experiments/ENCSR000AQO/), ENCFF000BBS (https://www.encodeproject.org/experiments/ENCSR000APB/),
ENCFF000BCA (https://www.encodeproject.org/experiments/ENCSR000AOD/).

Not relevant. This study did not involve human research participants.

Not relevant. This study did not involve human research participants.

Not relevant. This study did not involve human research participants.

Not relevant. This study did not involve human research participants.

Sample sizes were selected so as to power non-parametric statistical analysis.

No data were excluded in this study.

3 independent biological experiments were performed with ActD-treated and non-treated HeLa cells. Then Hi-C, nucleolus Hi-C were
performed with these replicates. Results were reproducible in all of the samples analyzed. All attempts at replication were successful.

Not relevant. This study did not involve experimental grouping.

Not relevant. This study did not involve experimental grouping.




