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Source data is provided with the manuscript. Publicly available data referenced: UniProt: O95865; PDB ID:2JAI; NCBI Reference Sequence: NM_012137.4,
NM_001303007.2, NP_036269.1, and NP_001289936.1. Source data was provided with the manuscript.
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Recombinant protein experiments were set at min n=2, while activity assay for the in vitro experiments and animal experiments were set at
min n=2 and at n=5, respectively, based on the effect size from the pilot data calculated using G-power program (v3.1.9.7).

Outliers determined by Grubbs test (Figure 6) and ROUT (Figure 8) were removed during data analysis.

Animal data (n=5) were not replicated as they fit the effect size of the pilot data and to minimize the use of animals for the experiment. MST
experiments using recombinant protein (n=3) were not repeated. Recombinant protein enzymatic activity assay were repeated at least twice
for each sample, with n=6 or n=9 for the specified samples . Hek293T experiments were repeated at least twice for the activity assay (n=3 for
Hek293T DDAH1 Flag, n=2 for Hek293T DDAH2 Flag) and three times for the mRNA expression analysis. MDA-MB-231 activity assay were
performed at least three times with a minimum of n=9 and maximum of n=15 for the specified clones while the mRNA expression analysis was
replicated 4 times. HUVEC in vitro experiments were performed trice for n=3.

Randomization was not relevant to the study as all groups were treated the same.

Blinding was not relevant to the study. In order to avoid sampling errors, samples were grouped according to the specific genotype (mutant or
wild type). This prevented false analysis of the data which could have occurred if blinding was performed.




