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Supplementary Fig. 1: Prediction of receptor expression label using a standard curve.

24 was used to predict the

A previously generated standard curve of purified NanoLuc
expression level of IL-23 receptor components from luminescence values (in the absence of
ligand) measured in the binding experiments shown in Figure 2. Data are mean + SEM from

five independent experiments performed in triplicate.
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Supplementary Fig. 2: Non-competitive interaction between IL-23 and P630-TMR. (a)
Competitive displacement of several concentrations of P630-TMR by increasing
concentrations of IL-23. (b) The data from (a) normalised to % of the maximum inhibition of
the BRET signal. Data are mean + SEM from five independent experiments performed in

triplicate.
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Supplementary Fig. 3: The C115Y mutant of IL23R associated with IL12Rf1 but does
not undergo ligand induced conformational change. (a) The BRET ratio generated by
transiently transfected cells labelled with HT618 ligand in the presence and absence of IL-23.
(b) the change in BRET ratio when the cells from (a) were treated with IL-23. (c) the data from

(b) transformed to % change in BRET signal. Data are mean + SEM from three independent

Change in BRET ratio with
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experiments conducted in pentuplicate.
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Supplentary Fig. 4: High Performance Liquid chromatography analysis of P630. These
data were provided by Cambridge Research Biochemicals.
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These data were provided

Supplementary Fig. 5: Mass spectroscopy analysis of P630.

by Cambridge Research Biochemicals.
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Supplementary Fig. 6: High Performance Liquid chromatography analysis of P630-TMR.
These data were provided by Cambridge Research Biochemicals.
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Supplementary Fig. 7: Mass spectroscopy analysis of P630-TMR. These data were

provided by Cambridge Research Biochemicals.
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Supplementary Fig. 8: Mass spectroscopy analysis of P630-TMR. These data were

provided by Cambridge Research Biochemicals.



