
Description of Additional Supplementary Files:  

 

Supplementary Dataset 1: S-nitrosylation peptides identified by biotin-switch method 

 

Supplementary Dataset 2: S-nitrosylation peptides identified by FAT-switch method 

 

Supplementary Dataset 3: Quantitative S-nitroso-proteomics by FAT-switch method 

 

Supplementary Dataset 4: S-nitrosylation peptides identified by previous studies 

 

Supplementary Dataset 5: S-nitrosylation peptides enriched in hot5-4 mutant 

 

Supplementary Dataset 6: Proteomics analysis of WT and hot5-4 mutant seedlings 

 

Supplementary Dataset 7: GO and KEGG analyses of hot5-4 enriched S-nitrosylated proteins 


