Description of additional supplementary files

Supplementary Data 1 – Cluster markers in the dataset of human reads.

Supplementary Data 2 – Differentially expressed genes between infected and uninfected cells in the dataset of human reads.

Supplementary Data 3 – Gene sets upregulated in infected cells in the dataset of human reads.

Supplementary Data 4 – Marker genes of the blood and liver stages in the dataset of Malaria parasite reads.

In all tables, p values (p_val) comparing genes between two groups pof cells were generated using a two-sided Mann–Whitney U (Wilcoxon rank-sum) test. Adjusted p values (p_val_adj) were then generated based on Bonferroni correction using all features in the respective dataset.

Supplementary Data 5 – Meta data to generate plots shown in Figures 2, 3, S3, S4, S5, S6 and S11

Supplementary Data 6 – Meta data of Shared Nearest Neighbor (SNN) coordinates to generate panel Figure S3A

Supplementary Data 7 – Meta data to generate plots shown in Figures 4

