Description of Additional Supplementary Files

Supplementary Data 1: Overview of 1420 S. Typhimurium isolates used in this study.

The respective metadata, accession IDs and clade assignments are given per isolate.

Supplementary Data 2: Quality statistics of assemblies per isolate.

Supplementary Data 3: List of 7 isolates subjected to Nanopore sequencing.
The respective metadata and accession IDs are given per isolate. Per isolate contigs are
listed with their nucleotide length. Chromosomal contigs are coloured in blue, whereas

plasmid contigs are coloured in orange. For plasmid contigs, the plasmid type is included.

Supplementary Data 4: List of 60 isolates from this study used in the S. Typhimurium

context analysis, comprising ten isolates per invasive S. Typhimurium clade.

Supplementary Data 5: List of 131 additional S. Typhimurium isolates used for the context

analysis. The accession ID per isolate is given.



