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Supplementary Figure.1 Dose-dependent inhibition of NH4Cl-induced current in mouse
OTOP1 by Zn?*,

(a) Representative trace of currents in mouse OTOP1 expressing HEK-293 cells elicited in
response extracellular 160 mM NH4Cl were inhibited in a dose-dependent manner by Zn?* (pink
bar, concentrations indicated as in the figure). (b) Average data from experiments as in (A)
(mean + SEM). The data were fit with a Hill equation with an ICsp of 1.3 UM and a Hill coefficient
of 1.1. n = 2 cells for 10 uM, n = 3 cells for 30 uM, n =7 cells for 0.3 and 3.0 uM, n = 8 for 1.0
UM and 1 mM.



Supplementary Table 1

Oligonucleotides

Whole exon 1 genotyping forward:
GGAGCCAGGAGCAACGTGC
Whole exon 1 genotyping reverse:
CTGCTCAGAGTCTCCGCCAGC
WT-specific allele genotyping forward:
TGGAGGAGAGCAGGATCTGAGG
WT-specific allele genotyping reverse:
AGTCTCCGCCAGCTTCTGCG

Mutant (-38)-specific allele genotyping forward:

TGGAGGAGAGCAGGATCTGAGG

Mutant (-38)-specific allele genotyping reverse:

GTCTCCGCCAGCTTCTGGA

mOTOP1 K187A mutation forward:
CTGGGGCCATGCTGCTGATATCATCATG
mOTOP1 K187A mutation reverse:
GATGATATCAGCAGCATGGCCCCAGAGG
mOTOP1 R292A mutation forward:
GAACATCGGGGCCAGAGTGGAC
mOTOP1 R292A mutation reverse:
CCACTCTGGCCCCGATGTTC

mOTOP1 K527A mutation forward:
CAGGGCGGCATGGCCAGGAGGCTTC
mOTOP1 K527A mutation reverse:
CCTCCTGGCCATGCCGCCCTG

mOTOP1 R528A mutation forward:
GCATGAAGGCCAGGCTTCTCAG
mOTOP1 R528A mutation reverse:
GAAGCCTGGCCTTCATGCCGCCCTG
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