Description of Additional Supplementary Files

File name: Supplementary movie 1

Description: Simulation under WT conditions, see (1) in Table S3. The density of
membrane bound Cdc42-GTP concentration, my, is plotted on the surface of the sphere
that mimics the cell (radius 3.5 um). Simulation file: params-1_WT.mph

File name: Supplementary movie 2

Description: Simulation of a bem1A bem3A mutant, see (4) in Supp. Table S3. The density of
membrane bound Cdc42-GTP concentration, my, is plotted on the surface of the sphere

that mimics the cell (radius 3.5 um). Simulation file: params-1_bem1d_bem3d.mph

File name: Supplementary movie 3

Description: Simulation of a bem1A mutant with 1.5xCdc42 overexpression, see (5) in
Supp. Table S3. The density of membrane bound Cdc42-GTP concentration, my, is plotted
on the surface of the sphere that mimics the cell (radius 3.5 um). Simulation file:
params-1_bem1d_1.5xCdc42.mph

File name: Supplementary movie 4

Description: Simulation of a wild-type cell with 0.2xCdc42 underexpression, see (6) in
Supp. Table S3. The density of membrane bound Cdc42-GTP concentration, my, is plotted
on the surface of the sphere that mimics the cell (radius 3.5 um). Simulation file:
params-1_bem1d_0.2xCdc42.mph

File name: Supplementary movie 5

Description: Simulation of Cdc42-ritC mutant, where Cdc42 cannot detach from the

membrane, i.e. is transported by lateral diffusion on the membrane alone, see (6) in

Supp. Table S3. The density of membrane bound Cdc42-GTP concentration, my, is plotted on the
surface of the sphere that mimics the cell (radius 3.5 um). Simulation file:
params-1_Cdc42-ritC.mph

File name: Supplementary movie 6

Description: Simulation of a bem1A mutant with optognetic GEF recruitment. Left:
Visualization of the transient, spatially localized increase in the GEF membrane-
attachment rate kr emulating optogenetic GEF recruitment. The recruitment is
switched on in the interval 500 s < t < 1000 s and has the shape of a Gaussian pulse
with radius 1 um. Right: Density plot of the membrane bound Cdc42-GTP concen-
tration; cell radius 3.5 um. Simulation file: params-1_bem1d GEF-stimulus.mph



