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We performed single-pair crosses for all our gene drive experiments displayed in Figures 1 and 2. We obtained at least a number size of >8,
which is representative of the overall gene drive performance.

All raw data provided was included in the figures. Fruit fly crosses with no progeny due to contamination or other causes, were removed from
the analysis and are not reported in the raw data tables.

All the drive inheritance experiments performed include multiple independent technical replicates plotted as individual data points. All
attempts of replication were successful with a standard deviation shown in the raw data provided as Supplementary tables within the
submission package.

F1 female flies, where gene drive activity occurs, were randomly collected from at least 3 different FO crosses.

For all the experiments performed we have analyzed fluorescence presence in the eyes or abdomen of fruit flies. This type of scoring does not
need the investigators to be blind as the evaluation of the phenotype is presence or absence of the fluorescent marker and there is no much
room for interpretation that could be subjective.




