
Description of additional supplementary files 1 

 2 

Supplementary Data 1.  3 

Title: West Nile virus genome sequences curated metadata.  4 

Description: A table of curated metadata of West Nile virus lineages 1 and 2 obtained at IZS-5 

Teramo and IPD-Dakar and used in the paper. 6 

Supplementary Data 2.  7 

Title: West Nile virus genome sequences downloaded from NCBI.  8 

Description: A table of curated metadata of West Nile virus lineages 1 and 2 genome 9 

sequences obtained from NCBI and used in the paper. 10 

Supplementary Data 3.  11 

Title: Geographic coordinates of West Nile virus sequences used for molecular clocks.  12 

Description: A table of geographic coordinates of West Nile virus lineages 1 and 2 sequences 13 

used for molecular clock analyses. 14 

Supplementary Data 4.  15 

Title: Complete results for recombinant sequences. 16 

Description: Results of the RDP4 analysis, showing all output parameters for detected 17 

recombinants. 18 

Supplementary Data 5.  19 

Title: Root-to-tip divergence analysis table. 20 

Description: Table showing the full results of the root-to-tip regression analyses of all WNV 21 

L1 and WNV L2 datasets analysed in the paper. 22 

Supplementary Data 6.  23 



Title: Model selection results. 24 

Description: Table showing the log Bayes factors obtained from subtracting to the -log values 25 

of the estimated marginal likelihood of the most favourite model (relaxed clock with a 26 

Bayesian Skyline tree prior) the same estimated values for all the other models. 27 


