Description of Additional Supplementary Files:

Supplementary Data 1: Strains used for phylogenetic analysis in Fig. 1fg.

Supplementary Data 2: Conserved single-copy genes extracted by bcgtree.

Supplementary Data 3: Tree topology tests for phylogenetic trees in Fig. 1fg.

Supplementary Data 4: Genomes used for divergence time estimation in Fig. 2a-d and
Supplementary Fig. 2.

Supplementary Data 5: Seventeen Pfam families whose primary function is plasmidial replication.

Supplementary Data 6: Sequences used for phylogenetic analysis of Repfamily genes

Supplementary Data 7: Pfam families detected from 156 Rep sequences®.

Supplementary Data 8: Sequences, alignment, and tree files for the phylogenetic tree in
Supplementary Fig. 3.



