Description of Additional Supplementary Files

Supplementary Data 1: Sheet 1. Epidemiological details of 10 patients infected with
MPXV in Guangdong Province and their corresponding monkeypox virus genome
information; Sheet 2. Complete genome sequences of monkeypox virus (n=1703)
downloaded from GISAID database (as of September 12, 2023); Sheet 3. Public
monkeypox virus complete genome sequences used for phylogenetic analysis; Sheet
4. SNPs separating the Guangdong 2023 outbreak cluster from the reference genome
sequence MPXV_USA 2022 MAOO1; Sheet 5. Molecular evolution of the unique
mutation spectrum of MPXV clusters with time continuity divided from the Ilb C.1
lineage; Sheet 6. Distribution of beginning and ending breakpoints for 236 MPXV

with the same recombination event.

Supplementary Data 2: Alignment used to construct phylogenetic tree in Figure 1.

Supplementary Data 3: Alignment used to construct recombination analysis.



