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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 20569 FTMS; HCD 147.67 737.35 FAM134B

FAM134B-S149
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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 20569 FTMS; HCD 147.67 737.35 FAM134B

FAM134B-S149 Zoom in lower ions
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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 21477 FTMS; HCD 224.97 737.35 FAM134B

FAM134B-S151



FAM134B-S151 Zoom in lower ions

a2
173.1285

y1
175.119

b2
201.1234

b3*
270.1448

y2
272.1717

b3
368.1217

b4*
399.1874

y3
428.2728

b5*
486.2195

y4
557.3154

b6*
672.2988

y6
769.3951

b7*
801.3414

y7
897.4901

b8*
900.4098

y8
984.5221

b9*
1013.494

0
20

40
60

80
10
0

12
0

200 250 300 350 400 450 500 550 600 650 700 750 800 850 900 950 1000

Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 21477 FTMS; HCD 224.97 737.35 FAM134B
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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 23731 FTMS; HCD 119.25 729.83 FAM134B

FAM134B-S153



FAM134B-S153 Zoom in lower ions
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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 23731 FTMS; HCD 119.25 729.83 FAM134B
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Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 23731 FTMS; HCD 119.25 729.83 FAM134B

FAM134B-S153 Zoom in Y8*
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD 186.86 1002.41 FAM134C

FAM134C-S258



FAM134C-S258- Low ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD 186.86 1002.41 FAM134C



FAM134C-S258- High ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD 186.86 1002.41 FAM134C



FAM134C-S260
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_3 28119 FTMS; HCD 140.27 997.07 FAM134C



FAM134C-S260 – Low ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_3 28119 FTMS; HCD 140.27 997.07 FAM134C



FAM134C-S260 – High ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_3 28119 FTMS; HCD 140.27 997.07 FAM134C



FAM134C-T283
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4 FAM134C



FAM134C-T283 – Low Ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4 FAM134C



FAM134C-T283 – High Ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4 FAM134C



FAM134C-S285
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 24933 FTMS; HCD 196.78 983.75 FAM134C



FAM134C-S285- Low Ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 24933 FTMS; HCD 196.78 983.75 FAM134C



FAM134C-S288
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_4 24462 FTMS; HCD 116.24 983.75 FAM134C



FAM134C-S313
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_2 22200 FTMS; HCD 476.78 1328.05 FAM134C



FAM134C-S313- Low ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_2 22200 FTMS; HCD 476.78 1328.05 FAM134C



FAM134C-S313- Mid ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_2 22200 FTMS; HCD 476.78 1328.05 FAM134C



FAM134C-S313- High ions
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Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_2 22200 FTMS; HCD 476.78 1328.05 FAM134C



FAM134C-S320
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_2 22081 FTMS; HCD 493.6 1328.06 FAM134C



FAM134C-S320 – low Ions
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_2 22081 FTMS; HCD 493.6 1328.06 FAM134C



FAM134C-S320 – Mid Ions
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_2 22081 FTMS; HCD 493.6 1328.06 FAM134C



FAM134C-S320 – High Ions
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_2 22081 FTMS; HCD 493.6 1328.06 FAM134C



FAM134C-S360 – High Ions
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Raw File Scan Method Score m/z Gene names
20220318_RR_PS_FAMC_Torin_ATR_4 12221 FTMS; HCD 176.33 785.85 FAM134C



In Vitro FAM134B-S153
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Raw File Scan Method Score m/z
20230329_HF_LC1_MHO_PS_026_FAM134B_RHD_CKi_01 19333 FTMS; HCD 100.04 737.02


