FAM134B-S149

Raw File Scan Method Score m/z Gene names
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FAM134B-S149 Zoom in lower ions

Raw File Scan Method Score m/z Gene names
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FAM134B-S151

aw File Scan Method Score m/z Gene names
20220311 MAA_PS_FAMB_DMSO_4 21477 FTMS; HCD 224.97 737.35 FAM134B
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FAM134B-S151 Zoom in lower ions

Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 21477 FTMS; HCD 224.97 73735 FAM1348
o
o
87
o
3 |
] va
557.3154
o
3 |
2 ve
b2 769.3951
] 201.1234
b3* .
Q 4 270.1448 b4 ;
& 399.1874 b5* b8*
V2 486.2195 b7+ 900.4098
272.1717 b6* 801.3414 : y8 b9*
| 672,2988 1 V7 984.5221 1013494
! b3 428y23728 | 8974901
4| 178119 | 368.1217 i ‘ | i |
b b el R T T W N N il ] b Ll Iy 1 Ciy L (AP Ll il
e iz e s 47— ] e e
200 250 300 350 400 450 500 550 600 650 700 750 800 850 900 950 1000
\" 17 \f‘ 5 \'- = Ly \'-5 \'-; \'- 3 \'- 2 \'- 1




FAM134B-S153

Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 23731 FTMS; HCD 119.25 729.83 FAM1348
N
o
e —
o
2 |
y10*
g | 1160.558
i v4
oo 348}’1278 4612718
< - 201.1234
Y5 y6 "
4 b3 560.3402 689.3828 y
288.1554 900.4098 o
| 3 v7 3 1073.526
y2 ; 875.4621 :
o vl 234.1448 | : !
& - : !
14f.1128 ! ; :
! ; . : y11*
E ' b7* ' S 1273.642
; 801.3414 ;94411836 ¥8 :
B : ; ! 1042.461f ;
: : 3 Xlo
H ‘ ‘ ‘ ‘ ' ; 1258.535
. I||h|l|h||| U b bl b ol |||| 1 i
[OEIIR e T T B e e T T T TR T AR R e N AA AR o Bto O SINR o B LT U o o RO I e B B SR A o R A I AR o A o R R S I IR B U A R A R L L A IO I B A A A A I N A R R A R A A S I A N SR R A R A N IR A NI
200 300 400 500 600 00 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800 1900 2000
|‘,‘1 19| Y0 | Y™ | ¥s V' | ¥Ys ¥s VL) VE | y2 | 1

-
-

o
w
o
3
»
|~
o
»




FAM134B-S153 Zoom in lower ions

Raw File
20220311_MAA_PS_FAMB_DMSO_4
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FAM134B-S153 Zoom in Y8*

Raw File Scan Method Score m/z Gene names
20220311_MAA_PS_FAMB_DMSO_4 23731 FTMS; HCD 119.25 729.83 FAM134B
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FAM134C-S258

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD 186.86 1002.41 FAM134C
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FAM134C-S258- Low ions

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD 186.86 1002.41 FAM134C
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FAM134C-S258- High ions

Raw File Scan Method
20220314_RR_PS_FAMC_DMSO_4 28393 FTMS; HCD
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FAM134C-S260

Raw File
20220314_RR_PS_FAMC_DMSO_3
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FAM134C-S260 — Low ions

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_3 28119 FTMS; HCD 140.27 997.07 FAM134C
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FAM134C-S260 — High ions

Raw File
20220314_RR_PS_FAMC_DMSO_3

o~

100

80

60

40

20

Scan
28119

b10
1196.356

1200

Method
FTMS; HCD

b11*
1227.422

yll
1261.584

Gene names

m/z
997.07 FAM134C

b1l
1325.399
12
1408.653
b13*|.
1411.543|
b12*
1340.506
‘ | | I [0
. Lo o
1300 1350 1400

b12
1438.483

b14*
1482.58

y13

1479.69

b13
1509.52

b14
1580.557

b15*
1629.649

b15
1727.625




FAM134C-T283

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4  FAM134C
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FAM134C-T283 — Low lons

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4 FAM134C
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FAM134C-T283 — High lons

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_TORIN_1 24261 FTMS; HCD 64.85 983.4  FAM134C
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FAM134C-S285

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_4 24933 FTMS; HCD 196.78  983.75 FAM134C
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FAM134C-S285- Low lons

Raw File Scan Method Score m8/z Gene names
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FAM134C-S288

Raw File Scan Method Score m/z Gene names
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FAM134C-S313

Raw File Scan Method Score m/z Gene names
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FAM134C-S313- Low ions
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o~

100

80

60

40

20

yl
175.119

b2
186.0873

i i |
200

Scan

Method
22200 FTMS; HCD

y2
246.1561

! |
250

Score
476.78

b3
287.13

5

m/z
1328.05

Gene names
AM134C

y3
393.2245

v4
480.2565
y5
609.2991
b6
598.319
b5
497.2718

b7
727.3621

y6
738.3417

b8
784.3836




FAM134C-S313- Mid ions
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20220314_RR_PS_FAMC_DMSO_2

o~

100

80

60

40

20

900

Scan

22200

y8
950.4214

Method Score
FTMS; HCD 476.78

b10*
982.4476

1
.

1000

y9
453

m/z Gene names
1328.05 FAM134C
b11*
1097.475

yll
1231.534

y1l0
1174.512

b12%
1210.559

y12

1346.561

b13*
1325.586

y13

1459.645

b15*
1519.666

b15
1617.643

yl4 :
1574.672 3
b16*
1606.698 |

| .

‘ o

1550 1600




FAM134C-S313- High ions

Raw File Scan Method Score m/z Gene names
20220314_RR_PS_FAMC_DMSO_2 22200 FTMS; HCD 476.78 1328.05 FAM134C
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FAM134C-S320
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