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- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

For benchmarking, the human pancreas atlas, the human immune cell atlas and the human lung atlas, collated by Luecken et al., were downloaded from figshare
(https://doi.org/10.6084/m9.figshare.12420968.v8). The mouse T cell atlas by Andreatta et al. is available from figshare (https://doi.org/10.6084/
m9.figshare.12478571).

The T cell processed scRNA-seq dataset collection (“uTILity”) used in this study was downloaded from https://doi.org/10.5281/zenodo.6325603. References to the
original studies and associated metadata are also available at https://github.com/ncborcherding/utility.

The integrated CD8 T cell reference map is available as a Seurat object at https://doi.org/10.6084/m9.figshare.23608308
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In the benchmark we used 4 collections of published, expert annotated datasets ranging from 7 to 16 samples each. These are datasets with
sufficient size and biological and technical diversity to evaluate batch effects correction, in line with the current practices and standards in the
field.

No data were excluded from the analyses

The results showed can be reproduced using the code and data provided

The experiments were not randomized

The Investigators were not blinded to allocation during experiments and outcome assessment.




